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SEQUENCE LISTING 

•:110'- Lind, Peter 

Sejlitz, Torsten 
Vogeli, Gabriel 

•:120'- NDvel G Protein-Coupled Receptors 

:1 10 • J0204 . REGUS 

-ISO- U33N 60/199,558 
•:151 • 2000-04-25 

■:100 • 4 

■■:l?0.- Patentln version 3.0 

-:2 10:-- 1 

*:2U> L530 

••ii:":.- :>na 

- : J 1 3 . * Homo sapiens 



•:4 00> 1 



:otgcgtgtt 


tcttttgtca 


^cagcatagg 


cactgagtgc 


ggtctgtgca 


cccctttgcc 




:-:c accggt 


gcoggcactg 


agcctgcaac 


ctgtctcacg 


ccctctggct 


gttgccatga 


l::0 


jtccacctg 


caccaacagc 


acgcgcgaga 


gtaacagc ag 


ccacacgtgc 


atgcccctct 


10 u 


:aaaatgo c 


catcagcctg 


gcccacggca 


tcatccgc tc 


aaccgtgctg 


gttatcttcc 


2 4 0 


:gccgcctc 


t ttcgtcggc 


aacatagtgc 


tggcgctagt 


gttgcagcgc 


aagccgcagc 


2 0 0 


? -rgcaggt 


gaccaaccgt 


tttatcttta 


acctcctcgt 


caccgacctg 


ctgcagattt 


0 0 


jctcgtggc 


cccctgggtg 


gtggccacct 


ctgtgcctct 


cttctggccc 


ctcaacagcc 


4 2 0 


:ttctgcao 


ggccctggtt 


agcctcaccc 


acctgttcgc 


cttcgccagc 


gtcaacacca 


4 y o 


-gtcgt }gt 


gtcagtggat 


cgctacttgt 


ccatcatcca 


ccctctctcc 


tacccgtcca 


54ii 


jatgaccca 


gcgccgcggt 


tacctgctcc 


tctatggcac 


ctggattgtg 


gccatcctgc 


h i") ('i 


jagcactcc 


tccactctac 


ggctggggcc 


aggctgcc tt 


tgatga g cgc 


aatgctct ct 


r> 6 N 


goto catgat 


ctggggggcc 


agccccagct 


acactattct 


cagcgtggtg 


tccttcatcg 


" 2 0 


tcattccact 


gattgtcatg 


attgcctgct 


actccgtggt 


gtt - tgtgca 


gcccggaggc 




agcatgctct 


gctgtacaat 


gtcaagagac 


acagcttgga 


agtgcgagtc 


aaggactgtg 


0 4 0 


tggagaatga 


ggatgaagag 


ggagcagaga 


agaaggagga 


gtt rcaggat 


gagatgaaca 


Mi IN 


t cccggagag 


cctcccaccc 


agtcgtcgta 


acagcaac ag 


caaccetcct 


ctgc c caggt 


0 0 1 j 


g :taccagtg 


caaagctgct 


aaagtgatct 


tcatcatcat 


tttctcctat 


gtgctatccc 


lo.:0 


tggggcccta 


ctgcttttta 


gcagtcctgg 


ccgtgtgg gt 


ggatgtcg aa 


acc caggtac 


1000 


cccagtgggt 


gatcaccata 


atcatctggc 


ttttcttcct 


gcagtgctgc 


atccacccct 


114 0 


atgtctatgg 


ct acatgcac 


a agaccatta 


agaa ^gaaat 


cca ggaca tg 


ctgaagaagt 


12D0 


tct tctgcaa 


ggaaaagccc 


ccgaaagaag 


atagccaccc 


agacctgccc 


ggaacagagg 


12 00 
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gtgggactga aggcaagatt gtcccttcct acgattctgc tacttttcct tgaagttagt 1320 

tctaaggcaa accttgaact gtccataaca cgagaaacaa gaggagattt cttttcaatg 1380 

gacc^acaat tcattaatgc caaaccatac catttcaggc aaaggtgttg cacacacatg 1440 

ctct:cacca caaggtagat aaatatatag aagaggcagg aactggggtc tttccgtaaa 1500 

agcacgguet tgaggattct gactgaaatt 1530 



:210 ■ 2 

:211 ■ 398 

:212 - ?RT 

:213 Homo sapiens 

:400> 2 



Mnt Thr Ser Thr Cys 
L 5 



Thr Asn 3er Thr 



Arg 

10 



jlu 3er Asn 



Ser Ser His 
15 



Thr < 'ys Met Pro Leu 

2 0 



Ser Lys 



Met Pro 

25 



lie Ser Leu Ala 



His Gly He 

30 



e Arg Ser Thr Val 
3 5 



Leu Val 



lie ?he 
4-i 



Leu 



Ala Ala Ser 
4 5 



Phe Val Gl\ 



in He Val Leu Ala 



Leu Val 
5 5 



Leu Gin Arg 



lys Pro Gin 

60 



Leu Leu Gin 



il Thr Asn Arc? Phe 



lie Phe 
7 0 



Asn Leu Leu 



Val Thr' Asp 
75 



Leu Leu Gin 
80 



Le Ser Leu Val Ala Pro Trp Val Val Ala Thr Ser Val 

3 5 90 



Pro Leu Phe 
95 



Pro Leu Asn Ser His Phe 
1 00 



Cys Thr 

105 



Ala Leu Val Ser 



Leu Thr His 
110 



Phe Ala Phe Ala Ser Val 
115 



Asn Thr 

120 



He 



Tyr Leu Ser Lie 
130 



He His 
135 



Pro Leu Ser 



Val Val Val 

12 5 

Tyr Pro Ser 
1 4 : ,- 



Ser Val Asp 
Lys Met Thr 



ij.:.n 
l 1 s 



He 



Leu 
225 

Cys 



Arg Arg Gly Tyr 



Gin Ser Thr Pro 
H5 

Arg Asn Ala Leu 
180 

He Leu Ser Val 
195 

Ala Cys Tyr Ser 

2 10 

Leu Tyr Asn Val 



Val Glu Asn G^u 
245 



Leu Leu Leu Tyr 
150 

Pro Leu Tyr Gly 



Cys Ser 



Val Ser 



Val Val 
215 

Lys Arg 
230 



Met He 
185 

Phe He 
200 



Gly 



Trp 
17 0 

Trp 



Val 



Phe Cys Ala 



His Ser Leu 



Asp Glu Glu Gly 



Ala 
250 



Thr Trp I le 

155 

Gly Gin Ala 

Gly Ala Ser 

He Pro Leu 
205 

Ala Arg Arg 
220 

Glu Val Arg 
235 

Glu Lys Lys 
E'age 2 



Val Ala He 
1 h 0 

Ala Phe Asp 

175 

Pro Ser Tyr 
190 

He Val Met 



Gin His Ala 



Val Lys Aso 
240 

Glu Glu Phe 
255 



* 
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Gin Asp Glu Met Asn lie Pro 

2 60 



Glu Ser 

265 



Leu Pro Pro Ser Arg Arg Asn 

27 0 



Ser Asn Ser Asn Pro Pro Leu 
275 



Pro Arc; 

280 



Cys Tyr Gin Cys Lys Ala Ala 
285 



Lys Val lie Pne He He He 
;.90 2 95 



Phe Ser 



Tyr Val Leu Ser Leu Gly Pro 

300 



Tyr Cys Phe Leu Ala Val Leu 
30 c . 310 



Ala Val Trp Val Asp Val Glu Thr Gin 
315 320 



Val Pro Gin Trp Val He Thr 
325 



He He 



He Trp Leu Phe Phe Leu Gin 
330 335 



Oy.-- Gys lie His Pro Tyr Val 
3 4 0 



Tyr Gly 
345 



Tyr Met His Lys Thr He Lys 

35 0 



Glu He Gin Asp Met Leu 
355 



Lys Lys 
3 60 



Phe Phe Cys Lys Glu Lys Pro 
365 



>:o Lys Glu Asp Ser His Pro Asp Leu 

:-70 375 

lu Gly Lys He Val Pro Ser Tyr Asp 
390 



Pro Gly Thr Glu Gly Gly Thr 

380 

Ser Ala Thr Phe Pro 
395 



:10 ■ 3 



20 
UNA 

Artificial Sequence 



raise feature 
Primers /probes 



<t toctt ca tcqtcattoc 



2 0 



Jin:- 4 

ill: 21 

ill: E'NA 

213: Artificial Sequence 



1J.1'.- inisc_f eature 
'!':':<"• Primers /probes 



■:400 ■ 4 

ccctcttcat cctcattctc 



21 
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